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Résumé en
anglais
BACKGROUND: The NS5A protein of the hepatitis C virus has been shown to be
involved in the development of hepatocellular carcinoma.
OBJECTIVES: In a French multicenter study, we investigated the clinical and
epidemiological features of a new HCV genotype 1b strain bearing a wide insertion
into the V3 domain.
STUDY DESIGN: We studied NS5A gene sequences in 821 French patients infected
with genotype 1b HCV.
RESULTS: We identified an uncharacterized V3 insertion without ORF disruption in
3.05% of the HCV sequences. The insertion comprised 31 amino-acids for the majority
of patients; 3 patients had 27 amino-acids insertions and 1 had a 12 amino-acids
insertion. Sequence identity between the 31 amino-acids insertions and the V3 domain
ranged from 48 to 96% with E-values above 4e(-5), thus illustrating sequence
homology and a partial gene duplication event that to our knowledge has never been
reported in HCV. Moreover we showed the presence of the duplication at the time of
infection and its persistence at least during 12 years in the entire quasispecies. No
association was found with extrahepatic diseases. Conversely, patients with cirrhosis
were two times more likely to have HCV with this genetic characteristic (p=0.04).
Moreover, its prevalence increased with liver disease severity (from 3.0% in patients
without cirrhosis to 9.4% in patients with both cirrhosis and HCC, p for trend=0.045).
CONCLUSIONS: We identified a duplicated V3 domain in the HCV-1b NS5A protein for
the first time. The duplication may be associated with unfavorable evolution of liver
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